This Page Is Inserted by IFW Operations 
and is not a part of the Official Record 



BEST AVAILABLE IMAGES 



Defective images within this document are accurate representations of 
the original documents submitted by the applicant. 

Defects in the images may include (but are not limited to): 



y BLACK BORDERS 

• TEXT CUT OFF AT TOP, BOTTOM OR SIDES 

• FADED TEXT 

• ILLEGIBLE TEXT 

• SKEWED/SLANTED IMAGES 

• COLORED PHOTOS 

• BLACK OR VERY BLACK AND WHITE DARK PHOTOS 

• GRAY SCALE DOCUMENTS 



IMAGES ARE BEST AVAILABLE COPY. 




As rescanning documents will not correct images, 
please do not report the images to the 
Image Problem Mailbox. 
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RAW SEQUENCE LISTING 
ERROR REPORT 




The Biolcchnology Sysicms Brnncli of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readnbic 
furni: 




PLEAS t FORWARD THIS INFORM A.TION TO THE APPLICANT BY EITHER: 

1) INCl.UDINC A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO TIIK 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TEI-EPMONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRK SUBMISSION AND PATENTIN SOFIAVARE QUESTIONS, PLEASE CONTACT 
MARKSPKNCKU, TELEPHONE: 703008-4212; FAX: 703-308-4221 
liffevuvc i:/iJm : TELEPHONE: 571-272.2510; FAX: 571-273-0221 



TO RUm v. r.RRORF.I> STiOUFNCr. I JSTINGS. PLfCASE USi- 11 CFIFX.KKK 
VERSION 4.1 PROCRAM . ACCliSSIBLI. THROUGH THE U S PATENTANO 
I'RADl-MARK OFriClZ WEBSITH Si:i: lil .IX)W TOR ADDRFSS 

hHt)://vvw\vaisi)to,eovAvcb/officcs/n;ic/chccUcr/clilu-4lnotc.hlm 

- 0^ 

Applicmis sabiiiiHing gcncUc sequence inrorni;ition clccifoni«*% on disklSfle or CD-Roni should t>c :tu.iiv- ili.ii ili. u i 

a |K)SsU)ihiv ihiU ihe disk/CD-Roin nuiy J»:n'c been iillecieil by ircaiiuen! given ui M\ uieoininK Mi;irl 

Please consider using nlicrnaic niclhods of subniission for llic diskyCD-Roin or icpbccnicni disk/CD-Umn 

Any reply nKindtnii a scqucn tc listing * in electronic form shotild NOT be sent to ihc 2023 1 /.tp codc jiddrcss lor Hic 

United Slates Wwaw a»d Tradcnuifk Ofltcc. ;ind iostcod slioold be sent v iii the followinK (o the indicated .nldfesses 

I HPS lho (<h((t>:/Avw\v.«solo.gov/cl)c/cfx/c!owHloa(l5AI^ ^ EPS Stihniissitnt 

User iViainml -cPAVC) 
2. 'J S. roslal Senicc: Coi'mnissionct foi Patents. P O. Box 1450, Alexandria. VA 22313 1450 
3 MamI Cart vilircclly 10 (EFFECTIVE 12/01/03): 

U S Patent and Trademark Office. Box Sequence. Customer Window, Lobby. Room If303. Crystal IMa/a Two. 

201 1 South Clark Place. Arlington. VA 22202 
1 t Vib r:il i:.v jii csN. United Patecl Service, nr-iither delivery seiviec U'.S. Patent atid Trademark UHilv. 

lUvs Sc(in.ncc. \ioom frK)3.Mailroom, Cmial ria/;iT\vo. 20 II Soolh Chik Place. Arlitiglon, VA 2:?2(»?. 



Revised lO/tUS/03 



Raw Sequence LisUng Error Summagr^^ 



ERROR DETECTED 

ATTN: NEW RULES CASES 

I Wrapped Nucteics 

Wrapped Aminos 



.NUMBER:. 



SUGGESTED CORRECTION SERIAL I 

; FLEASE DISRRQARD ENGLISH "ALPHA" IIEADEf^^ WHICH WERE INSERTED DY PTO SOFTWARE 

The number/text at Ihc end of each line "wrapped" down lo the ncxl line. This may occur if your file 
was rccftcved in a word processor ziUr creating it. Please adjust your right margin to .3; this will 
prevent '*wrappirfg." 



Jnvalid Ltnc Length The rules require that a line not exceed 72 characters in length. This includes white spaces. 



Mtsatignec} Amino 
Numbering 

Non-ASCII 



^Variable Length 



Patcniin 2.0 



Skipped Sequences 
"(OLD RULES) 



The numbering under each 5* amino acid is misaligned. Do not use tab codes between numbers; 
use space cbaratters, instead. ^ 

The submitted file was not saved in ASCli(DOS) text as required by the Sequence Riites. Please 
ensure your subsequent submission Is saved In ASCII text. 

Scqucncc{s), ^contain n's or Xaa^s representing more than one ^iduc. Per Sifquence Rules, 

each n or Xaa can only represent a single residue. Please present the maximum number, of each 
residue having variable length and indicate in the <220>-<223> section that some may be missing. 

A **bug" in Patentin version 2.0 has causcdJhc <220>-<223> section to be missing from amino acid 

sequcnces(s) . Nomially, Patentin would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section to 
the subsequent amino acid sequence. This applies to the mandatoi^ <220>-<22J> sections for 
Aninciat or Unkn ovrn sequences. 

Sequence{$} missing. If intentional, please insert the following lines for each skipped sequence; 

(2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
(i) SEQUENCE CHARACTERISTICS: (Do not insen any subheadings under this heading) 
(xi) SEQUENCE DESCRIPTION.SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
This sequence is intentionally skipped 

Please also adjust the '*(«») NUMBER OF SEQUENCES:" response to Include the skipped sequences. 



Skipped Sequences 
"(NEW RULES) 



Use of n'sorXaa's 
"(NEW RULES) 




12 



of<220> 



Patentin 2.0 
""bug" 



Scqucnce(s) ^ 



missing. If intentional please insert the following lines for each skipped sequence. 



<2 1 0> sequence id number 
<400> sequence id number 
000 ^ 

Use of n's and/or Xaa's have been detected in the Sequence Listing. 

Per L823 of Sequence Rules, use of <220>-<223> is MANDATORY if n's or Xaa's arc present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 

Per 1.823 of Sequence Rules, the only valid <2I3> responses arc: Unknown, Artificial Sequence, or 
scientinc name (Genus/species). <220>-<223> section is required when <2I3> response is Unknown or 
is Am r ^cial Sequence 



of <220> lo <223> is MANDATORY if < 2 !)> ** Organism*' re sponsris "Ar tifi cial Sequence" o r ^ 
knowST Pieasc explain s ource ol genetic material tn<M> <2Z3> seciiph 

— ' — . raar'" - . -V 



Use 

"Unknown." PjeasTcxpl „ 

(See ''Federal Register/' 0(»01/I998, Vol. 03. No. 104, pp. 2963W2) (Sec. I 



i of Sequence Rules) 



Please do not use "Copy lo Disk" function of Paicnlln version 2,0. This causes a corrupted file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use *'File Manager** or any other manual means to copy file to (loppy disk. 



1 3 Misuse of n/Xaa V can only represent a single nucleotide : ''Xaa" can only represent a single amino acid 



AMC- Biotechnology Systems Branch - 09/09/2003 



ZFWO 



BAN SEQUENCE LISTZMG 

PATENT APPLICATION: US/10/804,096 



DATE: 
TIME: 



03/25/2004 
16:15:28 
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Not Comply 
BSHeetetf Diskette Needed 



Input Set : A:\88265-6868.txt 

Output Set: N: \CRF4\03252004\J804096,raw 

<110> APPLICANT: Societe Des Produits Nestle S.A. 

<120> TITLE OF INVENTION: COFFEE PLANT WITH REDUCED a-D-GALACTOSIDASE ACTIVITY 
<130> FILE REFERENCE: 88265-6868 

<140> CURRENT APPLICATION NUMBER: US/10/804,096 
<141> CURRENT FILING DATE: 2004-03-19 
<150> PRIOR APPLICATION NUMBER: PCT/US02/09148 
<151> PRIOR FILING DATE: 2002-08-15 
<160> NUMBER OF SEQ ID NOS: 21 
<170> SOFTWARE: Patentin version 3-1 
<210> SEQ ID NO: 1 
<211> LENGTH: 1442 
<212> TYPE: DNA 
<213> ORGANISM: coffee 
<4 00> SEQUENCE: 1 

tgctccacaa agcagtggca attgagttga ttgatcaaca ccaatttacc atggccgctg 
cttattacta ccttttttct agtaaaaaaa gccaccaaaa gctggtgctc cgagcttcgt 
tattgatgtt tttatgtttc ttggcggttg aa:aacgttgg tgcttccgct cgccggatgg 
tgaagtctcc aggaacagag gattacactc gcaggagcct tttagcaaat gggcttggtc 
taacaccacc gatggggtgg aacagctgga atcatttcag ttgtaatctt gatgagaaat 
tgatcaggga aacagccgat gcaatggcat caaaggggct tgctgcactg ggatataagt 
acatcaatct tgatgactgt tgggcagaac ttaacagaga ttcacagggg aatttggttc 
ctaaaggttc aacattccca tcagggatca aagccttagc agattatgtt cacagcaaag 
gcctaaagct tggaatttac tctgatgctg gaactcagac atgtagtaaa actatgccag 
gttcattagg acacgaagaa caagatgcca aaacctttgc ttcatggggg gttgattact 
taaagtatga caactgtaac gacaacaaca taagccccaa ggaaaggtat ccaatcatga 
gtaaagcatt gttgaactct ggaaggtcca tatttttctc tctatgtgaa tggggaga.tg 
aagatccagc aacatgggca aaagaagttg gaaacagttg gagaaccact ggagatatag 
atgacagttg gagtagcatg acttctcggg cagatatgaa cgacaaatgg gcatcttatg 
ctggtcccgg tggatggaat gatcctgaca tgttggaggt gggaaatgga ggcatgacta 
caacggaata tcgatcccat ttcagcattt gggcattagc aaaagcacct ctactgattg 
gctgtgacat tcgatcpatt gacggtgcga ctttccaact gttaagcaat gcggaagtta 
ttgcggttaa ccaagataaa cttggcgttc aagggaaaaa ggttaagact tacggagatt 
tggaggtgtg ggctggacct cttagtggaa agagagtagc tgtcgctttg tggaatagag 
gatcttccac ggctactatt accgcgtatt ggtccgacgt aggcctcccg tccacggcag 
tggttaatgc acgagactta tgggcgcatt caaccgaaaa atcagtcaaa ggacaaatct 
cagctgcagt agatgcccac gattcgaaaa tgtatgtcct aaccccacag tgattaacag 
gagaatgcag aagacaagtg atggttggct ctttcaagga tttgattacc ttaaagaatt 
tttcacatgt tatgaatcaa ttcaaagcaa ttatgtgttt tgaagagatt aagtcaataa 
at 

<210> SEQ ID NO: 2 
<211> LENGTH: 420 
<212> TYPE: PRT 
<213> ORGANISM: coffee 
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RAW SEQUENCE LISTING DATE: 03/25/2004 

PATENT APPLICATION: , US/10/804,096 TIME: 16:15:28 

Input Set : A:\88265-6868.txt 

Output Set: N:\CRP4\03252004\J804096, raw 

78 <460> SEQUENCE: 2 

80 Met Ala Ala Ala Tyy- Tyr Tyr Leu Phe Ser Ser Lys Lys Ser His Gin 

81 l' 5 10 15 

84 Lys Leu Val Leu Arg Ala Ser Leu Leu Met Phe Leu Cys Phe Leu Ala 

85 20 25 30 

88 Val Glu Asn Val Gly Ala Ser Ala Arg Arg Met Val Lys Ser Pro Gly 

89 35 40 45 

92 Thr Glu Asp Tyr Thr Arg Arg Ser Leu Leu Ala Asn Gly Leu Gly Leu 

93 50 55 €0 

96 Thr Pro Pro Met Gly Trp Asn Ser Trp Asn His Phe Ser Cys Asn Leu 

97 65 70 75 80 

100 Asp Glu Lys Leu lie Arg Glu Thr Ala Asp Ala Met Ala Ser Lys Gly 

101 85 90 . 95 ■ 

104 Leu Ala Ala Leu Gly Tyr Lys Tyr He Asn Leu Asp Asp Cys Trp Ala 

105 100 105 110 

108 Glu Leu Asn Arg Asp Ser Gin Gly Asn Leu Val Pro Lys Gly Ser Thr 

109 115 120 125 

112 Phe Pro Ser Gly He Lys Ala Leu Ala Asp Tyr Val His Ser Lys Gly 

113 130 135 140 

116 Leu Lys Leu Gly He Tyr Ser Asp Ala Gly Thr Gin Thr Cys Ser Lys 

117 145 150 155 160 

120 Thr Met Pro Gly Ser Leu Gly His Glu Glu Gin Asp Ala Lys Thr Phe 

121 165 170 175 

124 Ala Ser Trp Gly Val Asp Tyr Leu Lys Tyr Asp Asn Cys Asn Asp Asn 

125 180 185 190 

128 Asn He Ser Pro Lys Glu Arg Tyr Pro He Met Ser Lys Ala Leu Leu 

129 195 200 205 

132 Asn Ser Gly Arg Ser He Phe Phe Ser Leu Cys Glu Trp Gly Asp Glu 

133 210 215 . 220 

136 Asp Pro Ala Thr Trp Ala Lys Glu Val Gly Asn Ser . Trp Arg Thr Thr 

137 225 230 235 240 

140 Gly Asp He Asp Asp Ser Trp Ser Ser Met Thr Ser Arg Ala Asp Met 

141 245 250 255 

144 Asn Asp Lys Trp Ala Ser Tyr Ala Gly Pro Gly Gly Trp Asn Asp Pro 

145 260 265 270 

148 Asp Met Leu Glu Val Gly Asn Gly Gly Met Thr Thr Thr Glu Tyr Arg 

149 275 280 285 

152 Ser His Phe Ser He Trp Ala Leu Ala Lys Ala Pro Leu Leu He Gly 

153 290 295 300 

156 Cys Asp He Arg Ser He Asp Gly Ala Thr Phe Gin Leu Leu Ser Asn 

157 305 310 315 320 

160 Ala Glu Val He Ala Val Asn Gin Asp Lys Leu Gly Val Gin Gly Lys 

161 ' 325 330 335 

164 Lys Val Lys Thr Tyr Gly Asp Leu Glu Val Trp Ala Gly Pro Leu Ser 

165 340 345 350 

168 Gly Lys Arg Val Ala Val Ala Leu Trp Asn Arg Gly Ser Ser Thr Ala 

169 355 360 365 

172 Thr He Thr Ala Tyr Trp Ser Asp Val Gly Leu Pro Ser Thr Ala Val 

173 370 375 380 
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RAW SBOOSNCE MSTING DATE: 03/25/2004 

PATENT APPLICATION: US/10/804,096 TIME: 16:15:28 

Input Set : A:\88265-6868.txt 

Output Set: N:\CRF4\03252004\J804096.raw 

176 Val Asn Ala Arg Asp Leu Trp Ala His Ser Thr Glu Lys Ser Val Lys 

177 385 390 395 400 

180 Gly Gin He Ser Ala Ala Val Asp Ala His Asp Ser Lys Met Tyr Val 

181 405 410 415 

184 Leu Thr Pro Gin 

185 420 

188 <210> SEQ ID NO: 3 

189 <211> LENGTH: 17 

190 <212> TYPE: DNA 

191 <213> ORGANISM: artificial 

193 <220> FEATURE: 

194 <223> OTHER INFORMATION: primer 

196 <400> SEQUENCE: 3 

197 atggtgaagt ctccagg 

200 <210> SEQ ID NO: 4 

201 <211> LENGTH: 17 

202 <212> TYPE: DNA 

203 <213> ORGANISM: artificial 

205 <220> FEATURE: 

206 <223> OTHER INFORMATION: primer 

208 <400> SEQUENCE: 4 

209 tcactgtggg gttagga 1"^ 

212 <210> SEQ ID NO: 5 

213 <211> LENGTH: 23 

214 <212> TYPE: DNA 

215 <213> ORGANISM: artificial 

217 <220> FEATURE: 

218 <223> OTHER INFORMATION: primer 

220 <400> SEQUENCE: 5 

221 tgctccacaa agcagtggca att 23 

224 <210> SEQ ID NO: 6 

225 <211> LENGTH: 23 

226 <212> TYPE: DNA 

227 <213> ORGANISM: artificial 

229 <220> FEATURE: 

230 <223> OTHER INFORMATION: primer 

232 <400> SEQUENCE: 6 

233 atttattgac ttaatctctt caa 23 

236 <210> SEQ ID NO: 7 

237 <211> LENGTH: 35 

238 <212> TYPE: DNA 

239 <213> ORGANISM: artificial 

241 <220> FEATURE: 

242 <223> OTHER INFORMATION: primer 

244 <400> SEQUENCE: 7 

245 cggggtaccc cgcctctttt cttttggagt acaag 35 

248 <210> SEQ ID NO: 8 

249 <211> LENGTH: 35 

250 <212> TYPE: DNA 
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RAW SEQUENCE LISTING DATE: 03/25/2004 

PATENT APPLICATION: US/10/804 ,096 TIME: 16:15:28 

Input Set : A:\88265-6868.txt 
Output Set: N:\CRF4\03252004\J804096 .raw 

251 <213> ORGANISM: artificial 

253 <220> FEATORE: \ \ 

254 <223> OTHER INFORMATION: primer 1 AI 

256 <400> SEQUENCE: 8 n NitP 

257 cgcggatccg cgtctctgac aacagaggag agtgt Jl^\ . . 

260 <210> SEQ ID NO: 9 . j^mS^ I 

261 <211> LENGTH: 12-^^ ^ %>\X: a I ( 

262 <212> TYPE: DNAX''^ 7N!!l__ ^ ^ { tn C JP 

263 <213> ORGANISM^ artif ic^srfr^y^N; ^ yA^ W\/) ^''^ 




265 <220> FEATURE: ^-^ i ^ ^ \/ i/J^T \ Q 

266 <223> OTHER INFORMATION: unknown J jCK^ / i ✓lO'^ 



268 <400> SEQUENCE: 9 ^^^^^^ I 3^ / 

269 cggggtaccc eg * / 12 

272 <210> SEQ ID NO: 10 

273 <211> LENGTH: 12 

274 <212> TYPE: DNA. 

275 <213> ORGANISM:! 

277 <220> FEATURE: 

278 <223> OTHER INFORMATION -Xun known 1 ' ^> 

280 <400> SEQUENCE: 10 V QX>^ 

281 cgcggatccg eg \LC^^ \ S^UL 

284 <210> SEQ ID NO: 11 I . \ rSyZ^ . y. 

285 <211> LENGTH: 36 <\)\JC \\ 0 ' ' 

286 <212> TYPE: DNA ' j I ^L^ / [ 

287 <213> ORGANISM: artificial \ rv "^V^ 

289 <220> FEATORE: IM^ '"^^ ^ 

290 <223> OTHER INFORMATION: primer 7 





292 <400> SEQUENCE: 11 A riSV 

293 cggggtaccc cgacaaaaga ttgaacaata catgtc . j\k^ 

296 <210> SEQ ID NO: 12 n 

297 <211> LENGTH: 35 

298 <212> TYPE: DNA 

299 <213> ORGANISM: artificial 

301 <220> FEATURE: 

302 <223> OTHER INFORMATION: primer 

304 <400> SEQUENCE: 12 

305 cgcggatccg cggagctcga atttccccga tcgtt 

308 <210> SEQ ID NO: 13 

309 <211> LENGTH: 35 

310 <212> TYPE: DNA 

311 <213> ORGANISM: artificial 

313 <220> FEATURE: 

314 <223> OTHER INFORMATION: primer 

316 <400> SEQUENCE: 13 

317 cggggtaccc cggaattccc gatctagtaa catag 

320 <210> SEQ ID NO: 14 

321 <211> LENGTH: 35 

322 <212> TYPE: DNA. 

323 <213> ORGANISM: artificial 



36 



35 



35 



file://C:\CRF4\Outhold\VsrJ8{)4096.htm 



3/25/04 



Page 5 ot 8 



RAW SEQUENCE LISTING DATE: 03/25/2004 

PATENT APPLICATION: US/10/804,096 TIME: 16:15:28 

Input Set : A:\88265-6868.fcxt 

Output Set: N:\CRF4\03252004\J804096.raw 

325 <220> FEATURE: 

326 <223> OTHER INFORMATION: primer 

328 <4D0> SEQUENCE: 14 

329 cgcggatccQ cgtgctccac aaagcagtgg caatt 

332 <!210> SEQ ID NO: 15 

333 <211> LENGTH: 35 

334 <212> TYPE: DNA 

335 <213> ORGANISM: artificial 

337 <220> FEATURE: 

338 <223> OTHER INFORMATION: primer 

340 <400> SEQUENCE: 15 

341 cgcggatccg cgatttattg acttaatctc ttcaa 

344 <210> SEQ ID NO: 16 

345 <211> LENGTH: 35 

346 <2i2> TYPE: DNA 

347 <213> ORGANISM: artificial 

349 <220> FEATURE: 

350 <223> OTHER INFORMATION: primer 

352 <400> SEQUENCE: 16 

353 cacgcgtcga cgctccaccg cggtggcggc cgctc 

356 <210> SEQ ID NO: 17 

357 <211> LENGTH: 23 

358 <212> TYPE: DNA 

359 <213> ORGANISM: artificial 

361 <220> FEATURE: 

362 <223> OTHER INFORMATION: primer 

364 <400> SEQUENCE: 17 

365 gggccccccc tcgaggtcga egg 

368 <210> SEQ ID NO: 18 

369 <211> LENGTH: 23 

370 <212> TYPE: DNA 

371 <213> ORGANISM: artificial 

373 <220> FEATURE: 

374 <223> OTHER INFORMATION: primer 

376 <400> SEQUENCE: 18 

377 ttcttttgtt cctcggctgt ttg 

380 <210> SEQ ID NO: 19 

381 <211> LENGTH: 24 

382 <212> TYPE: DNA 

383 <213> ORGANISM: artificial 

385 <220> FEATURE: 

386 <223> OTHER INFORMATION: primer 

388 <400> SEQUENCE: 19 

389 ccaaacatca aacttctcgc aatc 

392 <210> SEQ ID NO: 20 

393 <211> LENGTH: 27 

394 <212> TYPE: DNA 

395 <213> ORGANISM: artificial 
397 <220> FEATURE: 
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RAW SEQOENCE LZSTIHG ERROR SUhMARY DATE: 03/25/2004 

PATENT APPLICATION: US/10/804,096 TIME: 16:15:29 

Input Set : A:\88265-6868.txt 

Output Set: K:\CRF4\03252004\J804096.nw 

Invalid <213> Response: 

Use of "Artificial" only as "<213> Organism" response is xncon^ete, 

per 1.823(b) of new Sequence Rules. Valid response is Artificial Sequence. 

Seq#:3, 4, 5, 6, 7, 8, 9, 10, 11, 12, 13, 14, 15, 16, 17, 18, 19, 20, 21 
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i 

* VERIETCIITION SUMMARY DATE: 03/25/2004 

PATENT APPLICATION: US/10/804,096 TIME: 16:15:29 

Input Set : A:\88265-6868.txt 

Output Set: K:\CRF4\03252004\J804096.raw 

L:9 M:270 C: Current Application Number differs. Replaced Current Application No 
L:9 Mr271 C: Current Filing Date differs. Replaced Current Filing Date 
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